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<210> 1 
<211> 30 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 1 

ccaaaacgaa ttcaaaactc caaccacctc 30 

<210> 2 
<211> 32 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 



<210> 3 
<211> 582 
<212> DNA 
<213> Human 

<400> 3 

tagggggagg ttggggattt gaataaagga gtagtttttt tgttggtgtt attatttgat 60 

gttggtttta aggtttggtt agtttgttta aagttggtat aagtttgttt tgtaaaataa 120 

aagaagggaa agggggaagg ggattttggt atagatttgg tttgatttgg atataggttg 180 

ggttgtaagt ttgtggggat tgggtttaga ggggtagtgt tgggaatgtt ttttttggaa 240 

attaattttt tagggtattg tttttttttt atgtgttgtt ttatttttgt tggagattag 300 

gttttgtggg ggttattgtg tttattgttt tgtggttgtt ggttttgggt ttttgttgtt 360 

ggtttttttt tttttttttt gtattttttt ttttttttgt tttttttgat tttttttttg 420 

ttgtttggtt tttttttttt ttgttttgtt ttttgtgttt tggtttgtgt gagttagatg 480 

tttgggtagt ttttggtgta gtgtggttgt agtagttttt tttttttgta tggtgtgagt 540 

gtttgttgtg ttgaggtggt tggagttttg agttagtttt gt 582 

<210> 4 
<211> 1200 

<212> DNA v 
<213> Human 



<400> 2 

taggggaagc ttggggattt 



gaataaagga 



32 



<400> 4 

aagcttccgc 
ttagcctctc 
acttttgcga 
aaacattaag 
agggtgcttg 
gcacccctgc 
cgaggggtcc 
cgtcggtgcc 
aagtttgctt 
ctcgacctgg 
tgggaacgcc 
ccactcccgc 
ggccttgggt 
tcctcccgat 
cggcccgcgc 
tccccccgca 
gcggccgccg 
cctcgccgcc 
ggagagccgg 
gcgctcctgg 



gagtttccca 
taaaagcacc 
agtaatgtgc 
gaggcctgtc 
acaagatctg 
cgcgcgggca 
cgtagtgctg 
attatccgac 
tgtaaaacaa 
acataggctg 
cctctcggaa 
cggagactag 
ccccgctgct 
ccctcctccg 
gagctagacg 
cggtgtgagc 
ccgcccagac 
aacgccacaa 
agcgagctct 
cgctgctggc 



ggcatttctc 
tccacggctg 
ttcacacatt 
tctgcacccg 
aaggaccctc 
cggcgacctc 
cagggggagg 
gctggctcta 
aagaagggaa 
ggctgcaagt 
attaactcct 
gtcccgcggg 
ggttctcctc 
ccgcctggtc 
tccgggcagc 
gcccgccgcg 
cggacgacag 
ccaccgcgca 
tcggggagca 
tgcgctctgc 



ctcgcgggac 
tttgtgtcaa 
ggcttcaaag 
gagttggtgc 
ggactttaga 
ctcagctgcc 
ctggggaccc 
aggctcggcc 
agggggaagg 
ccgcggggac 
cagggcaccg 
ggccaccgtg 
cctcctcctc 
cctcctcctc 
ccccggcgca 
ccgaggcggc 
gccacctcgt 
cggccccctg 
gcgatgcgac 
ccggcgagtc 



taccaggggt 
gcctttattc 
tacccatggc 
cctcatttca 
gcaccacctc 
aggccagcct 
gaataaagga 
agtctgtcta 
ggaccctggc 
cgggtccaga 
ctcccctccc 
tccaccgcct 
gcattctcct 
ccgccctgcc 
gcgcggccgc 
cggagtcccg 
cgcgtccgcc 
actccgtcca 
cctccgggac 
gggctctgga 



agtgggacac 
caagagcttc 
tggttgcaat 
gatgatttcg 
ggaacgcctg 
ctgatccccg 
gcagtttccc 
aagctggtac 
acagatttgg 
ggggcagtgc 
atgcgccgcc 
cgcggccgct 
cctcctctgc 
tcccgcgcct 
agcagcctcc 
agctagcccc 
cgagtccccg 
gtattgatcg 
ggccggggca 
ggaaaagaaa 



<210> 5 
<2U> 25 
<212> DNA 

<213> Artificial SequenceHuraan 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 5 

ggtttgggat ggagtaggat gtaag 

<210> 6 
<211> 25 
<212> DNA 

<213> Artificial SequenceHuman 
<220> 

<223> Description of Artificial Sequence: Synthetic DNA 
<400> 6 

cttatacttc ctcaaacaac cctcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
120 



25 



25 



<210> 7 
<211> 363 
<212> DNA 
<213> Human 



<400> 7 

ggtttgggat 

tgttaagagt 

tagtttttgt 

gtgttttggt 

gggagttgtt 

gtttgttttt 

aag 



ggagtaggat 
ggtagtttag 
atttagggat 
gttaggaggg 
gatttttaga 
aattattgga 



gtaagttttt 
ggaaatttat 
tttttgagga 
atgatttagg 
ttttgttgga 
gaaggaggag 



taggaagtta 
tttggatttt 
aaagtgtgag 
tttgtgtgaa 
atgtagttgg 
gtggaggagg 



gataattgag 
gggggagggg 
aatggttgta 
gagagggaga 
agggggtgag 
agggttgttt 



atttaaaggg 
gtagagttat 
ggtaatttag 
aagtgaagtt 
ttgggagtgt 
gaggaagtat 



<210> 8 
<211> 647 
<212> DNA 
<213> Human 



60 
120 
180 
240 
300 
360 
363 



<400> 8 

aggtaaacac aacacatccc cctcc ttgac tatcaatttt actagaggat gtggtgggaa 



60 



aaccattatt tgatattaaa acaataggct tgggatggag taggatgcaa gctccccagg 120 

aagttagata actgagactt aaagggtgtt aagagtggca gcctagggaa atttatcccg 180 

gactccgggg gagggggcag agtcaccagc ctctgcattt agggattctc cgaggaaaag 240 

tgtgagaacg gctgcaggca acccaggcgt cccggcgcta ggagggacga cccaggcctg 300 

cgcgaagaga gggagaaagt gaagctggga gttgccgact cccagacttc gttggaatgc 360 

agttggaggg ggcgagctgg gagcgcgctt gctcccaatc accggagaag gaggaggtgg 420 

aggaggaggg ctgcttgagg aagtataaga atgaagttgt gaagctgaga ttcccctcca 480 

ttgggaccgg agaaaccagg ggagcccccc gggcagccgc gcgccccttc ccacggggcc 540 

ctttactgcg ccgcgcgccc ggcccccacc cctcgcagca ccccgcgccc cgcgccctcc 600 

cagccgggtc cagccggagc catggggccg gagccgcagt gagcacc 647 



